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Project Goals

Chemically annotate the National Center for
Biotechnology Information’s (NCBI's) Gene
Expression Omnibus (GEO)?, the European
Bioinformatics Institute’s (EBI's) ArrayExpress?,
Environment, Drug, Gene Expression (EDGE)® and
the National Institute of Environmental Health
Sciences CEBS? genomic data repositories.

Create a Structure Index of the three data
repositories that can integrate these data with other
public data sources (e.g., PubChems).

Populate Structure Index files with historical
toxicological and chemical data from DSSTox Data
Sources through cross referencing.

Explore methodologies to address concerns of
public genomic data use, including: across
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« 18 Chemical Structures

« 8 Chemical Structures overlap GEOMIS (GEO)

« 7 Chemical Structures overlap AREXCH (ArrayExpress)
« 6 Chemical Structures overlap CSTARC (CEBS)

« Chemical Structures overlap 82 Toxicological Records
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« Initially 135 Chemical Exposure Records

« Currently All Records contain Toxicology Information

* 129 Chemical Structures overlap 246
Toxicological Records

« Currently 351 Chemical Exposure Records
| + 106 Chemical Structures overlap 273

« Chemical Structures overlap 538 Toxicological
Records
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laboratory and platform comparisons, as well as
extrapolation between species, doses, chemicals,
and endpoints.

— Toxicological Records

« Restructure Genomic Data for insertion into a
Chemogenomic Database.
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