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Exposure to endocrine disrupting compounds (EDC) can induce
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link new molecular biomarkers of exposure to effects for EDCs. Dosing phase: 8 days
The mathematical model describes the biosynthetic pathways for
the conversion of cholesterol to the primary steroid hormones
(testosterone, estradiol, and 11-ketotestosterone) secreted by the Biomarkers
testes and ovaries in fish. The model includes the intermediate
molecules and reactions for the multiple pathways involved in
the biosynthesis of the primary steroid hormones. The initial
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Feedback control system of the HPG axis that regulates E2 ER-
synthesis and secretion of primary steroid hormones wbii K, S (substrate conc)
(estradiol (E2), (T), and 1.
(KT, only in male fish)) by the release of gonadotropin DISCLAIMER
releasing hormone (GnRH) from the hypothalamus, and . . .
luteinizing hormone (LH) and follicle stimulating Model Parameters This work was reviewed by the U.S. EPA and approved for publication but does
hormone (FSH) from the pituitary. Conceptual systems model shows key regulatory components of HPG axis. Green and red not necessarily reflect Agency policy.

arrows indicate activation and negative feedback (inhibition), respectively. White boxes indicate 8 unique 2 parameters " - _
proteins and peptides. Small molecules (e.g. steroids and neurotransmitters) are shown in reaction rates * per reaction + 3 secretion rates 19 total parameters
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