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Distance (m) we obtained across scales reveal limited dispersal at the local scale that creates an
Because of the impacts of local dynamics on species at larger scales, there is a connection| £ 'SOI‘T’“'O” by d|§tance pattern at subsequentl)‘/ hlgher‘scales. These results reveal the most
between the processes that occur within a single population and the persistence of the g basic connection between a local process (limited dispersal) and a large scale pattern.
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The Pacific jumping mouse s affiliated with habitats | 5. we can predict the effect perturbations,
(riparian, meadow, and marsh) that are discontinuous throughout its 00000 dooco ae00 leoco zm00 20000 30000 3 ooss 1\ T such as habitat fragmentation, at the local
range in the Pacific Northwest. Because of this patchy distribution, \I scale might have at higher scales. The
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“subpopulations” can be monitored as somewhat distinct units. By understanding how subpopulation (B), and metapopulation (C). A positive 0.035 scale impacts based on more easily
correlation at a given distance indicates that individuals within . . .
locally collected daté'l relates to larger scale F)att(?rns we can better understand how to that distance are more closely related than would be 003 collected local data will provide us with an
apply local observations to large scale species risk assessment. expected by chance. A negative correlation indicates a Local Subpopulation Metapopulation important tool for the assessment of risk
relatedness relationship that is less than expected by chance. in anthropogenically impacted species.
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